[=] e [=]

Seoul International Digestive Disease Symposium 2025 i
In Conjunction with the Annual Meeting of the Korean Society of Gastroenterology SIDDS 2025

April 19-20, 2025 | ‘SwisgGrand Hotel Seoul, Korea

Frontiers in Digestive Research and Practice < .
LGS T @ =Sy, S
L g AT AP

Name Tatsuhiro Shibata : ,_'\‘ ;

Affiliation Laboratory of Molecular Medicine, Human Genome Center, S

Country Japan

The Institute of Medical Science, University of Tokyo

Major Field Cancer Genomics

Educational Background o )
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